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Comment          = Single Pulse Experime
Data_format      = 1D COMPLEX
Dim_size         = 16384
Dim_title        = 1H
Dim_units        = [ppm]
Dimensions       = X
Site             = Eclipse+ 500
Spectrometer     = DELTA_NMR

Field_strength   = 11.7473579[T] (500[MH
X_acq_duration   = 2.1823488[s]
X_domain         = 1H
X_freq           = 500.15991521[MHz]
X_offset         = 5.0[ppm]
X_points         = 16384
X_prescans       = 0
X_resolution     = 0.45822189[Hz]
X_sweep          = 7.50750751[kHz]
Clipped          = FALSE
Mod_return       = 1
Scans            = 8
Total_scans      = 8

X_90_width       = 11.5[us]
X_acq_time       = 2.1823488[s]
X_angle          = 45[deg]
X_pulse          = 5.75[us]
Initial_wait     = 1[s]
Phase_preset     = 3[us]
Recvr_gain       = 13
Relaxation_delay = 4[s]
Temp_get         = 21.3[dC]
Unblank_time     = 2[us]


